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Description of Polymorphism.
The PCR product digestion with NlaIV produced three large bands (520, 480, and 360 bp) and at least five additional smaller bands, the largest being approximately 170 bp. The 520-and 480-bp fragments were polymorphic, and the 360-bp fragment was monomorphic.
Inheritance Pattern. Autosomal Mendelian segregation of the polymorphic fragments (520 and 480 bp) was observed in one three-generation and two twogeneration families.
Frequency. Analysis of 77 unrelated pigs from 10 breeds indicated allelic frequencies of .11 for the 520-bp fragment and .89 for the 480-bp fragment (Table 1) .
Chromosomal Location. The porcine MYOG gene has been previously assigned by linkage analysis to porcine chromosome 9 (Ernst et al., 1993; Archibald et al., 1995) .
Comments. Myogenin is a member of the MyoD family of skeletal muscle transcription factors (Wright et al., 1989) . It is responsible for converting mesodermal cells to myoblasts and controls the fusion of myoblasts into myofibers.
